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INTRODUCTION RESULTS & DISCUSSION CONCLUSIONS
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Figure 2: Comparison of Allele Recovery — No significant difference was identified in allele recovery across all four methods. Figure 2A that works best for their needs.
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Figure 3: Example Electropherograms — The Extra-Large Volume Protocol (top) recommendations of Loreille et al. approx. 130 mg of bone powder will result in the
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* Traditional STR Typing: Investigator® 24plex QS (QIAGEN) green vs. yellow and red loci markers. powder : 15 mL 0.5M EDTA) [1].

FOUNDATION
EMERGING FORENSIC SCIENTIST AWARD



https://doi.org/10.1016/j.fsigen.2007.02.006

	Slide Number 1

